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RESUME
This article presents the results of studies carried out on biological samples from bats for the carriage

of especially dangerous pathogens.
In recent years, bats have been identified as a natural reservoir of many coronaviruses, including

SARS-like lyssaviruses and coronaviruses. Coronaviruses cause a number of disease syndromes, including
respiratory and gastrointestinal disease in humans, and respiratory, gastrointestinal, neurological, and liver
disease in animals.

In Kazakhstan, many diseases caused by coronaviruses are not diagnosed, there is no data on the
prevalence of these diseases both among humans and among animals.

For laboratory studies, biological samples (swabs, guano, brain) from bats were used.
Analysis of literature data shows that bats are a natural reservoir of many especially dangerous

diseases of humans and animals.
In order to determine the possible carriage of especially dangerous pathogens in the colonies of bats

living in different regions of our country in the framework of the implementation of the scientific and
technical project "The role of bats in the spread of especially dangerous diseases of people and animals",
biological samples were taken from bats in Zhambyl, Turkestan, Kyzylorda , Almaty, North Kazakhstan,
West Kazakhstan, Aktobe, Atyrau regions. A total of 111 biological samples were collected from bats in
various regions of the Republic of Kazakhstan. All samples were analyzed by PCR for the presence of
lyssaviruses and coronaviruses.

As a result of studies of samples from bats taken in different regions of the Republic of Kazakhstan,
32 (35%) biological samples were found to respond positively to coronaviruses, out of 20 tested samples -
3 biological samples (15%) responded positively to lyssavirus and 3 (3%) samples positively responding to
MERS (UpE -gene).

The largest number of pancoronoviruses was detected in Aktobe (11 biological samples), Atyrau
(10 biological samples), West Kazakhstan (7 biological samples) and Almaty (3 biological samples) regions.

At the same time, lyssaviruses were detected in 3 biological samples from bats from the Turkestan
region. MERS-Cov was detected in 2 biological samples of bats from the Turkestan region and one
biological sample from the Kyzylorda region. Thus, there is some differentiation in the spread of viruses
over the area of  the location of bats. The prevalence of coronaviruses is observed mainly in the Western
region of Kazakhstan (91% of positive bioassays), while lyssaviruses in the Southern region (100% of
positive bioassays). Studies of bats for the presence of coronaviruses and lyssaviruses in Kazakhstan have
shown that bats can play an important role in the epidemiology of these diseases.

-
-



151

-

,

-
- -gene).

-

-

.

 619:637:5.614.31

. .

-

-
-

-


