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influence of environmental factors in lambs with different genotypes, it was noted that the value of this trait
depends on the genotype of animals. It was found that the indicator of the length of the wool fiber in a very
pronounced type of genotype is stable in the phenotype (11.3 mm, 11.4 mm). It was found that the influence
of environmental factors on the thickness and density of the skin is lower in young animals with a very
pronounced genotype. The degree of manifestation of signs of skin thickness and density in the phenotype
was clearly expressed in young animals with a low genotype. Here, the proportion of offspring of thin and
thick hair in the years of high influence was 31.25%, and in the years of low influence-27.08%, the
difference is 4.17%. A high level of interaction of the genotype with environmental factors was observed in
the group of lambs with a low degree of pigmentation saturation. Here, share lambs with insufficient fiber
density increased by 4.17% (25.0%; 20.83%) in the year of increased environmental impact. The change in
the density of wool fibers of lambs of different genotypes, depending on the degree of influence of
environmental factors, was studied. The proportion of offspring of very dense wool fibers in the studied
lambs was 20.0-25.0%, the proportion of wool fibers of medium density was 54.17-58.0%, the proportion of
sheep with insufficient density was 20.0-25.0%. Among them were lambs with a high genetic and stable
density of wool fibers, the proportion of which reached 58.0%. It was revealed that the degree of interaction
of the fiber density trait with environmental factors varies depending on the genotype of lambs. Among the
studied lambs, the density of wool fibers remained stable (24.44%; 24.44%) due to the fact that the genotype
of the most saturated type did not interact with environmental factors.

 575.174

,  PhD
- -

-

ILSTS6
INRA23

-

TGLA -
-

(Fis=0,124

STR

ETH225
-

- 15-
INRA23, BM



84

ETH TGLA -
-

-

-
.

.

-

 [2].

-
-

-

-

3].

-

-

ISAG)

-

-



85

-

-

-

- 57.

. -

-

-

1-4

 BM1818  ETH3  CSSM66 -

BM
-

-
-

-

ETH

ETH -



86

CSSM66
199 189 (0,120).

CSSM
-

189 (0,16).
INRA

-

-
-

 INRA23  ILSTS6  TGLA227
-

ILSTS

-

-

-

TGLA ILSTS TGLA

-
-

-

TGLA INRA23

- - 12
117 (0,600), 123 (0,240), 115 (0,120), 121 (0,040)

-
117



87

 TGLA126  TGLA122  SPS115
-

TGLA
-

TGLA

-
0,172 -

 ETH225  TGLA53  CSRM60 -

SPS

-

ETH22 -
-

 0,120

-
TGLA -



88

-
-

CSRM -

-
-  0,078,

- - 0,203.

 BM2113  BM1824  ETH10 -

BM2113

135 (0,200)

-

-

BM
-

-
- -

ETH BM

-
-

-
-

15- INRA23,
BM ETH TGLA



89

-

-

-
1).

1 -

STR-

(H ) (H ) (Fis) (C )

BM1818 0,442 0,360 0,186 0,558 1,792

ETH3 0,570 0,680 -0,193 0,430 2,326

CSSM66 0,809 0,880 -0,088 0,191 5,236

INRA23 0,078 0,080 -0,026 0,922 1,085

ILSTS6 0,637 0,760 -0,193 0,363 2,755

TGLA227 0,776 0,680 0,124 0,224 4,464

TGLA126 0,566 0,600 -0,060 0,434 2,304

TGLA122 0,535 0,520 0,028 0,465 2,151

SPS115 0,566 0,640 -0,131 0,434 2,304

ETH225 0,567 0,560 0,012 0,433 2,309

TGLA53 0,701 0,760 -0,084 0,299 3,344

CSRM60 0,686 0,760 -0,108 0,314 3,185

BM2113 0,633 0,520 0,179 0,367 2,725

BM1824 0,602 0,640 -0,063 0,398 2,513

ETH10 0,583 0,640 -0,098 0,417 2,398

0,583 0,605 -0,038 0,417 2,726
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RESUME
The article presents the results of molecular - genetic examination of animals of the Hereford and

Aberdeen - Angus breeds. When analyzing the allele pool of young stock of the studied breeds for
15 microsatellite DNA loci, data were obtained characterizing the polymorphism of each of the markers.
Summarizing the analysis of the polymorphism of DNA microsatellite loci of young Hereford and Aberdeen
Angus breeds and their distribution in the studied groups, it should be noted that 91 alleles were identified in
only 15 loci, and their number ranges from 4 (loci INRA23, BM1824, and ETH10) to 10 (TGLA53 locus)
alleles.

It was found that in loci BM1818, ILSTS6 there is a significant interpopulation spread of allele
frequencies, the INRA23 locus is the least polymorphic (the level of polymorphism for young Hereford
breed was 1.085, and for young Aberdeen Angus breed 2.37). An excess of heterozygosity was found for all
loci, with the exception of loci TGLA126 (0.047), TGLA122 (0.116), and ETH225 (0.129). The highest Fis
value was found at the ETH225 (0.129) locus of the Aberdeen Angus breed. The average indicator of the
level of polymorphism of the studied loci was 3.118. The highest level of polymorphism was observed at the
TGLA53 locus (4.722), the lowest at the INRA23 locus (2.370)


